Trait data are fundamental for many aspects of ecological research, particularly for modeling species response to environmental change. We synthesised information from the literature (mainly field guides) and direct measurements from museum specimens, providing a comprehensive dataset of 26 attributes, covering the 43 resident species of Odonata in Britain. Traits included in this database range from morphological traits (e.g. body length) to attributes based on the distribution of the species (e.g. climatic restriction). We measured 11 morphometric traits from five adult males and five adult females per species. Using digital callipers, these measurements were taken from dry museum specimens, all of which were wild caught individuals. Repeated measures were also taken to estimate measurement error. The trait data are stored in an online repository (https:// github.com/BiologicalRecordsCentre/Odonata_traits), alongside R code designed to give an overview of the morphometric data, and to combine the morphometric data to the single value per trait per species data. †, ‡ § †,| ‡ ¶ ‡ # †
Introduction
Trait data are vital components of many ecological, evolutionary and conservation research projects. A useful definition for a trait was provided by Violle et al. (2007) : "Any morphological, physiological or phenological feature measurable at the individual level, from cell to whole-organism level, without reference to the environment or any other level of organisation". Additionally, traits (or attributes) based on species distributions, such as range size or realised climatic niche can also be estimated. The trait characteristics of a species reflect its evolutionary adaptation to certain biotic and abiotic conditions, for example the fur of polar bears (Ursus maritimus) is vital for retaining warmth and for camouflage when hunting. Traits are frequently used to categorise groups of species, an approach that has been used to a great effect in the expanding field of functional diversity research (Petchey and Gaston 2006) . Here species are grouped by traits that are believed to impact either directly or indirectly on species fitness (Violle et al. 2007 ). This approach has been extended further by linking traits to certain ecosystem services (de-Bello et al. 2010) . The comparative analysis literature is another area of research where trait data play an important role. Here traits are used to understand variation in certain response variables across multiple species (Fisher and Owens 2004; Díaz et al. 2013) . For example, comparative trait-based studies are often used to examine whether certain character traits predispose species to distributional change during times of environmental change (Purvis et al. 2000; Reynolds et al. 2005; Walker and Preston 2006; Angert et al. 2011; Grewe et al. 2013 ). An advantage of such trait-based approaches is that they can allow generalisations to be made across multiple species and can help infer the key drivers of change (Fisher and Owens 2004; Koh et al. 2004; Cardillo et al. 2005) . The rise in public participation in biological recording, and the resulting increase in distribution data, has enabled trends in distributions to be estimated for a wide number of taxonomic groups (Silvertown 2009; Dickinson et al. 2012; Burns et al. 2013 ). Comparative trait-based analysis is an ideal approach for interpreting these distribution trends, however such analyses are currently limited by a lack of trait data.
There are 43 resident species of Odonata in Britain (dependent on taxonomic classification), including widespread common species and rarer species with a restricted range. Odonata have shown phenological and distributional shifts in response to climate change, and habitat destruction has caused widespread declines across many species (Hickling et al. 2005; Brooks and Lewington 2007; Hassall and Thompson 2008) . They are beneficial as they feed on many insect pests (Brooks and Lewington 2007) , and their sensitivity to the degradation of natural water ecosystems mean they are useful bioindicators (Samways and Steytler 1996; Sahlén and Ekestubbe 2001; Foote and Hornung 2005) . Odonata are also among the most charismatic insect groups, which has generated large quantities of data and makes dragonflies an important group for traitbased comparative research. Here we synthesise data from the literature, predominantly field guides, and direct measurements from museum specimens to provide a comprehensive trait database of the Odonata in Britain.
The trait data we present are applicable to a wide range of research projects, studies aimed at understanding and predicting the dynamics of Odonata during times of environmental change will particularly benefit from this data.
Sampling methods

Study extent:
We provide a comprehensive trait database covering 26 attributes of the 43 resident species of Odonata found in Britain. The database consists of two sections: 1) trait data with a single trait value per species and 2) a database of multiple measurements per species for 11 morphological traits. The data are stored in an online repository (https:// github.com/BiologicalRecordsCentre/Odonata_traits), alongside R code designed to combine the two datasets and to give an overview of the available trait data. A variety of sources and expert opinion were used in the collation of the single trait per species trait dataset. An explanation of each trait can be found in the Key tab of Trait_data_and_sources.xls file in the data folder of the GitHub repository. This .xls file also contains all information regarding the original sources of the data. It should be noted that traits derived from distribution data, for example distribution status and climate restrictions, are subject to the quality of the distribution data and should therefore be interpreted with caution. The polygon distribution maps commonly found within field guides are simplifeid coarse-scale interpretations of a species' extent of occurence. We believe that the these coarse-scale range maps are suitable given the broad categories in which species are grouped for the two distribution based traits in this database (distribution status and climate restrictions).
Sampling description: Single value per species data
Morphological trait measurement data
We measured several morphological trait variables from dry mounted specimens of Odonata held at the Natural History Museum of London. Specimens were selected based on a pair of random numbers, one for the draw number and the other for specimen number. Specimens could only be selected if they were complete and undamaged. Measurements were made using digital callipers on wild caught adult specimens. Traits measured were: the length, width and depth of the thorax, and the length and width of all four wings (all in mm, with a precision of 0.1 mm). Each trait was measured for 10 individuals from each species, 5 males and 5 females.
R code
We provide two R scripts alongside the trait data in the online repository (https:// github.com/BiologicalRecordsCentre/Odonata_traits/tree/master/Scripts).
The first, Odonata_trait_summary.r, provides an overview of the morphological trait measurement data. Within the code we have written the function, trait_summary, which produces a series of boxplots highlighting the median and spread of the measurement data for each trait split by sex (See Figs 1, 2 for examples) . The second, Combine_odonata_trait_data.r, identifies the mean value across all measurements per trait, per species, and then merges this with the single value per species dataset. A graphical summary of the morphological trait data across all species. Each trait is represented by a seperate box and whisker plot, which in turn is seperated by sex.
Coordinates:
Quality control: Repeat measures of each trait were taken from one specimen per species, repeated_trait_measurements.csv. These were used to estimate trait measurement error, which we found were accurate to an average of 0.12 mm.
Step description: The single value per trait per species dataset was derived from a literature search (Hammond 1983; d'Aguilar et al. 1986; Shirt 1987; Merritt et al. 1996; Powell 1999; Dijkstra and Lewington 2006; Corbet and Brooks 2008; Brooks and Lewington 2007; Cham 2007; Corbet and Brooks 2008; Daguet et al. 2008; Cham 2009; Smallshire and Swash 2010; Corbet et al. 2013) , while direct measurements from museum specimens were taken to compile the morphometric data. The data are stored in an online repository (https://github.com/BiologicalRecordsCentre/Odonata_traits), alongside R code designed to combine the two datasets and to give an overview of the available trait data.
Geographic coverage
Description: Data were collated for the 43 resident species of Odonata in Britain.
-90 and 59.00 Latitude; -11.00 and 2.00 Longitude. A graphical summary of the morphological trait data collected for Anax imperator. Each trait is represented by a seperate box and whisker plot, which in turn is seperated by sex.
Taxonomic coverage
Description: We provide trait data for the 43 resident species of Odonata in Britain. 
Traits coverage
We synthesised information from the literature (mainly field guides) and direct measurements from museum specimens, providing a comprehensive dataset of 26 attributes, covering the 43 resident species of Odonata in Britain. Traits included in this database range from morphological traits (e.g. body length) to attributes based on the distribution of the species (e.g. climatic restriction). A detailed description of the trait data can be found in the data resources section below. 
Usage rights
Body_length_min
The minimum value for total body length (mm)
Body_length_max
The maximum value for total body length (mm)
Larval_body_length_min
The minimum value for total length of the larvae (mm)
Larval_body_length_max
The maximum value for total length of the larvae (mm)
Data set name: Trait data and sources
Data format: .xls
Description: This .xls file contains three sheets. The first lists the same traits that are listed in the "Odonata traits single" .csv, but with additional columns after each trait that refer the reader to the unique identifier of source of the data. The second sheet contains a list of sources with their unique identifiers. The third sheet contains a key to the traits that are included in sheet 1. 
